The draft genome sequence of a mesophilic fermenting bacterium, Soehngenia sp. strain 1933P, isolated from production water of the Binagady petroleum reservoir (Republic of Azerbaijan), is presented. The genome is annotated for elucidation of the metabolic potential and taxonomic position of strain 1933P.
de novo assembled with SPAdes version 3.13.0 using the default settings (9) . The final assembled 1,917,091-bp-long genome comprised 33 scaffolds, with an N 50 value of 132,646 bp, GϩC content of 31.9%, and coverage of 630ϫ. The average nucleotide identity (ANI) (10) and digital DNA-DNA hybridization (dDDH) (http://ggdc.dsmz.de/ ggdc.php) (11) values of 83.5% and 27.0%, respectively, to the genome of the most closely related species, S. saccharolytica DSM 12858 T , were below the species cutoffs (95 to 96% for ANI and 70% for dDDH) (12) , which indicates that strain 1933P belongs to a new Soehngenia species.
Identification of protein-coding sequences and primary annotation were performed using the NCBI Prokaryotic Genome Automatic Annotation Pipeline (PGAAP) (13) . The draft genome sequence of Soehngenia sp. 1933P contained 1,853 genes, of which 1,789 were protein-coding sequences, 23 were pseudogenes, and 41 coded for RNAs. Functional annotation of the genome performed with the Rapid Annotations using Subsystems Technology (RAST) server (14, 15) , via the RASTtk pipeline with the default settings (16) , revealed that 150 of the genes were associated with protein metabolism, 106 genes were associated with the metabolism of amino acids and derivatives, 101 genes were associated with carbohydrate metabolism, and 40 genes were associated with the metabolism of cofactors, vitamins, prosthetic groups, and pigments. The genome sequence of Soehngenia sp. 1933P provided here will broaden the knowledge of the genus Soehngenia and the putative importance of its members in subsurface communities.
Data availability. The GenBank/EMBL/DDBJ accession number for the 16S rRNA gene sequence of Soehngenia sp. strain 1933P is MK712484. This whole-genome shotgun project has been deposited at DDBJ/ENA/GenBank under the accession number SRIB00000000. The version described in this paper is version SRIB01000000. The associated BioProject, BioSample, and SRA accession numbers are PRJNA529817, SAMN11286712, and SRR8846858, respectively. RAST annotation of Soehngenia sp. 1933P is publicly available using the guest account for the RAST online database (job ID 707512).
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